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<210> 1 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : posit ively 
charged branching group (efficiency group) 
attached to solid backbone (Gly-3Arg-7 / G3R7) 

<400> 1 

Gly Gly Gly Arg Arg Arg Arg Arg Arg Arg 
1 5 10 



<210> 2 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : positively 
charged branching group (efficiency group) 
attached to solid backbone 

<220> 

<221> M0D_RES 
<222> (1) . . (3) 

<223> Gly at positions 1-3 may be present or absent 
<400> 2 

Gly Gly Gly Gly Gly Arg Arg Arg Arg Arg Arg Arg 
15 10 



<210> 3 
<211> 14 
<212> PRT 

<213> Artificial Sequence 



1 



<220> 

<223> Description of Artificial Sequence ipositively 
charged branching group (efficiency group) 
attached to solid backbone 

<220> 

<221> MOD_RES 
<222> (1) . . (3) 

<223> Gly at positions 1-3 may be present or absent 
<400> 3 

Gly Gly Gly Gly Gly Arg Arg Arg Arg Arg Arg Arg Arg Arg 
15 10 



<210> 4 
<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence ipositively 
charged branching group (efficiency group) 
attached to solid backbone 

<220> 

<221> MOD_RES 
<222> (1) . - (3) 

<223> Gly at positions 1-3 may be present or absent 
<400> 4 

Gly Gly Gly Gly Gly Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg 
15 10 15 



<210> 5 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : posit lvely 
charged branching group (efficiency group) 
attached to solid backbone 

<220> 

<221> MOD_RES 
<222> (1) . . (3) 

<223> Gly at positions 1-3 may be present or absent 
<400> 5 

Gly Gly Gly Gly Gly Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg 
15 10 15 

Arg Arg 



2 



<210> 6 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : posit ively 
charged branching group (efficiency group) 
attached to solid backbone 

<220> 

<2 21> M0D_RES 
<222> (1) . . (3) 

<223> Gly at positions 1-3 may be present or absent 
<400> 6 

Gly Gly Gly Gly Gly Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg 
15 10 15 

Arg Arg Arg Arg 
20 



<210> 7 
<211> 22 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : positively 
charged branching group (efficiency group) 
attached to solid backbone 

<220> 

<2 21> M0D_RES 
<222> (1) . . (3) 

<223> Gly at positions 1-3 may be present or absent 
<400> 7 

Gly Gly Gly Gly Gly Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg 
15 10 15 

Arg Arg Arg Arg Arg Arg 
20 



<210> 8 
<211> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : positively 
charged branching group (efficiency group) 
attached to solid backbone 

<220> 

<2 21> MOD_RES 
<222> (1) . . (20) 

<223> Gly at positions 1-20 may be present or absent 



3 



<400> 8 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
1 5 10 15 



Gly Gly Gly Gly Arg Arg Arg Arg Arg 
20 25 



<210> 9 
<211> 27 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence positively 
charged branching group (efficiency group) 
attached to solid backbone 

<220> 

<221> MOD_RES 
<222> (1) . . (20) 

<223> Gly at positions 1-20 may be present or absent 

<400> 9 , . fll 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
15 10 15 

Gly Gly Gly Gly Arg Arg Arg Arg Arg Arg Arg 
20 25 



<210> 10 
<211> 29 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : posit ively 
charged branching group (efficiency group) 
attached to solid backbone 

<220> 

<221> MOD_RES 
<222> (1) . . (20) 

<223> Gly at positions 1-20 may be present or absent 
<400> 10 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
15 10 15 

Gly Gly Gly Gly Arg Arg Arg Arg Arg Arg Arg Arg Arg 
20 25 



<210> 11 

<211> 31 

<212> PRT 

<213> Artificial 



Sequence 



4 



<220> 

<223> Description of Artificial Sequence : positively 
charged branching group (efficiency group) 
attached to solid backbone 

<220> 

<221> MOD_RES 
<222> (1) . . (20) 

<223> Gly at positions 1-20 may be present or absent 
<400> 11 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
15 10 15 

Gly Gly Gly Gly Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg 
20 25 30 



<210> 12 
<211> 33 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : positively 
charged branching group (efficiency group) 
attached to solid backbone 

<220> 

<2 21> M0D_RES 
<222> (1) . . (20) 

<223> Gly at positions 1-20 may be present or absent 
<400> 12 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
15 10 15 

Gly Gly Gly Gly Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg 
20 25 30 

Arg 



<210> 13 
<211> 35 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence rpositively 
charged branching group (efficiency group) 
attached to solid backbone 

<220> 

<2 21> MOD_RES 
<222> (1) . . (20) 

<223> Gly at positions 1-20 may be present or absent 
<400> 13 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
15 10 15 



5 



Gly Gly Gly Gly Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg 
20 25 30 



Arg Arg Arg 
35 



<210> 14 
<211> 37 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : positively 
charged branching group (efficiency group) 
attached to solid backbone 

<220> 

<221> MOD_RES 
<222> (1) . . (20) 

<223> Gly at positions 1-20 may be present or absent 
<400> 14 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
15 10 15 

Gly Gly Gly Gly Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg 
20 25 30 

Arg Arg Arg Arg Arg 
35 



<210> 15 
<211> 39 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence ipositively 
charged branching group (efficiency group) 
attached to solid backbone 

<220> 

<221> MOD_RES 
<222> (1) . . (20) 

<223> Gly at positions 1-20 may be present or absent 
<400> 15 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
15 10 15 

Gly Gly Gly Gly Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg 
20 25 30 

Arg Arg Arg Arg Arg Arg Arg 
35 



6 



<210> 16 
<211> 41 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : positively 
charged branching group (efficiency group) 
attached to solid backbone 

<220> 

<221> MOD__RES 
<222> (1) . . (20) 

<223> Gly at positions 1-20 may be present or absent 
<400> 16 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
15 10 15 

Gly Gly Gly Gly Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg 
20 25 30 

Arg Arg Arg Arg Arg Arg Arg Arg Arg 
35 40 



<210> 17 
<211> 43 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : positively 
charged branching group (efficiency group) 
attached to solid backbone 

<220> 

<221> MOD__RES 
<222> (1) . . (20) 

<223> Gly at positions 1-20 may be present or absent 
<400> 17 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
15 10 15 

Gly Gly Gly Gly Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg 
20 25 30 

Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg Arg 
35 40 



<210> 18 
<211> 45 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence positively 
charged branching group (efficiency group) 
attached to solid backbone 



7 




<210> 19 
<211> 51 
<212> PRT 

<213> Artificial Sequence 

<220> . . _ 

<223> Description of Artificial Sequence : positively 
charged HIV-TAT fragment branching group 
(efficiency group) attached to solid backbone 

<220> 

<2 21> MOD_RES 
<222> (1) . . (20) 

<223> Gly at positions 1-20 may be present or absent 
<220> 

<2 21> M0D_RES 
<222> (32) . . (51) 

<223> Gly at positions 32-51 may be present or absent 



GJy°Gli 9 Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
1 5 10 

Gly Gly Gly Gly Arg Gly Arg Asp Asp Arg Arg Gin Arg Arg Arg Gly 



20 



25 



Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
35 40 45 

Gly Gly Gly 
50 



<210> 20 
<211> 51 
<212> PRT 

<213> Artificial Sequence 

<223> Description of Artificial Sequence : positively 
charged HIV-TAT fragment branching group 
(efficiency group) attached to solid backbone 



8 



<220> 

<2 21> MOD__RES 
<222> (1) - . (20) 

<223> Gly at positions 1-20 may be present or absent 
<220> 

<221> MOD_RES 
<222> (32) . . (51) 

<223> Gly at positions 32-51 may be present or absent 

Giy°Gly°Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
15 10 15 

Gly Gly Gly Gly Tyr Gly Arg Lys Lys Arg Arg Gin Arg Arg Arg Gly 
20 25 30 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 



35 

Gly Gly Gly 
50 



40 



9 



